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1. Ilouck cucTeMHO MaTeMaTHYeCKO MO/IeJIM TPOMHOTI0 IVIyTAMATHOI 0
CHHAaICca
Astopsbl: Muranes A. C., 'otoBues I1. M.
Kondepenuusa: XXVI MexayHapoaHasi HAYYHO-TeXHUYeCKAs
koH(pepenuus «Heiipoundpopmaruka-2024», 21-25 oxkrsaopsa 2024 r., 1.
JloaronpyaHbli

2. ¢ PeKTUBHOCTH METO/Ia MAIINHHOTO 00y4eHHS B MOJHOT€HOMHOM
accouuaTuBHOM ucciaenoBanum 3adoseBanus (The performance of
machine learning approach in genome associative studies of disease)
Astopsi: XBopsix ['.B., bernoycos M.A, Jlumbopckas C.A., Xpynun A.B.
Kondepenuus: 14-ass MexayHapoaHasi KOH(pepeHIUsI 110
OnonH(popMaTHKe PeryJsillui U CTPYKTYPbI FeHOMA/CHCTEeMHOM
ounosorum (Bioinformatics of Genome Regulation and
Structure/Systems Biology, BGRS/SB-2024), r.HoBocu6upck., S-10
aBrycra 2024 r.



